Bipolaris oryzae

Diversity of rice pathogenic fungus, Bipolaris oryzae , and its relationship
to the causal of leaf brown spot diease in poor-grade paddy feild of
Phranakhon Si Ayutthaya Province

.. 2550



Bipolaris oryzae

2550 1
Bipolaris oryzae 16 B. oryzae 16
PCR-RFLP
B. oryzae UPGMA
B.oryzae 16
2
Hhal, Hindlll, HindFl, EcoRI, Rsal, Alul ~ Mspl ITSL  Hhal,
Hindlll, HindFI, EcoRI, Rsal, ~ Alul ITS2 BI044, BI208,
BI039, BI196, BI558, BI053, BI083, BI093, BI059, BIO9L  BI02, BI085, BI092  BI207
ngu'le Tmanii 1 B. oryzae 2 BI206
Bl041 ngw'lo Tsanii 2
UPGMA

o Tonanii 1



Diversity of rice pathogenic fungus, Bipolaris oryzae, and its relationship to the causal
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Abstract

Qualitative surveying of fungal brown spot disease in poor-grade paddy field located in
Ayutthaya (Central Thailand) was conducted during Febuary to May 2007. Results showed that
brown spot disease is commonly found in those areas. Samples of rice cultivars with brown spot
symptoms from the areas were brought isolation of Bipolaris oryzae, the causal agent of brown
spot disease. Sixteen isolates B. oryzae were collect from the fields. Genetics diversity among the
isolates was analyze using PCR-RFLP technique. Size polymorphism among the isolates in the
ITS1 and ITS2 region indicated genetic differences among the isolates, while a UPGMA
dendrogram constructed after the digestion of this region with restriction enzymes showed inter-
and intra-specific polymorphism. The B. oryzae isolates were classified into two groups according
to their polymorphic similarity. Data from this analysis also reveal correlation between
polymorphism and geographic source of the isolates.
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